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7	 40	 25-60	 c0.8989175	 3.24	 8.17	 0.07971	 0.00426	 -0.07721	 0.07846	 0.00301	
8	 20	 16-39	 c47.177665	 4.14	 10.32	 0.07605	 -0.00664	 -0.10470	 0.09037	 0.00769	
14	 40	 28-51	 c8.7656076	 3.64	 9.13	 0.04180	 0.02923	 -0.09000	 0.06590	 0.05334	












































































































































































































Model LL AICc dAICc wtAICc
OU	-	Feeding	Behavior -31.560 99.355 0.000 0.996
OU	-	Diet -37.017 110.269 10.914 0.004
OU	 -51.307 121.141 21.786 0.000
OU	-	Habitat -44.213 124.662 25.307 0.000































































































































FST LF TRC MZ AB PN NB ON Adjacent	gene
SNP	relative	
to	gene
QTL	#1 7 0 973190 0.773 G A A A A A A sorting	nexin	19 intronic
7 0 1325166 1.000 A G G G G A A sortilin-related	receptor	L	(DLR	class)	A	repeats 3'	
7 0 1325183 1.000 C G G G G A G sortilin-related	receptor	L	(DLR	class)	A	repeats 3'	
7 0 2639114 1.000 G C C C C G C breast	carcinoma	amplified	sequence	4 intronic
7 0 4486020 0.706 T G G G G G T golgi	autoantigen	golgin	subfamily	a	2 intronic
7 0 5071706 0.950 T C C C C C C mediator	of	RNA	polymerase	II	transcription	subunit	13 3'
7 0 6854671 0.855 C T T T T T C AP2	associated	kinase	1/bone	morphogenic	protein	1a intronic/5'
7 0 6854782 1.000 G A A A A A A AP2	associated	kinase	1/bone	morphogenic	protein	1a intronic/5'
7 0 8989175* 0.950 G A G - - - -
7 0 11488535 0.950 C T T T T C C glutamate	receptor	ionotropic,	NMDA	3A intronic
7 0 13419971 0.814 A G G G G A A leucine	rich	repeat	transmembrane	neuronal	4 intronic
7 0 14308872 0.945 G C C C G C C vav	2	guanine	nucleotide	exchange	factor intronic
7 0 14345619 1.000 A G G G G G G V-set	and	immunoglbulin	domain	containing	8a intronic
7 0 14967006 0.900 T C C C C C C BarH	1b 5'	
7 0 14971946 0.769 A G G G G G G BarH	1b 5'	
7 0 15218636 0.903 C T T T T T T zgc:92275 3'
















FST LF TRC MZ AB PN NB ON Adjacent	gene
SNP	relative	
to	gene
7 0 16222976 0.855 C G G G G G G taperin intronic
7 0 16285882 1.000 A G G G G G G natriuretic	peptide	receptor	B/guanylate	cyclase	B	[NPR2] intronic
7 0 18725296 1.000 T C C C C C C uncharacterized	LOC102304234 exonic
7 77 1009058 0.812 A T T - T T A protein	phosphatase	1	regulatory	(inhibitor)	subunit	3B 3'	
7 77 1482098 0.751 T C C C C C C WD	repeat	domain	36 intronic
7 77 1978929 0.900 G A A A A A G folylpolyglutamate	synthase 5'
7 77 2013045 0.950 G A A A A A A LIM	domain	only	4a 3'
7 45 50973 0.855 T C C C T C C ATPase	H+	transporting	lysosomal	V1	subunit	B2 3'
7 592 37147 0.900 T G G G G D G no	gene	on	this	scaffold
7 99 340749 0.654 G A - G G A G eukaryotic	translation	initiation	factor	4	gamma	2 intronic
7 99 731960 0.889 T C C C T C C leucine-rich	repeat	and	IQ	domain-containing	protein	1 exonic
7 99 2468548 1.000 A G G G G G G myosin	9ab exonic
7 99 2593202 0.857 A G G G G G G myosin	9ab intronic
7 93 159729 0.900 T C C C C C T CCR4-NOT	transcription	complex	subunit	4 3'
7 93 162660 1.000 A G G G G G G CCR4-NOT	transcription	complex	subunit	4 exonic
7 93 809525 0.950 T C C C C T C A	disintegrin	and	metalloproteinase	with	thrombospondin	motifs	20 5'
7 93 1617848 0.900 C A A A A A A SRSF	protein	kinase	2 intronic
7 93 1991227 0.857 A G G G G G G peroxisome	proliferator-activated	receptor	alpha intronic
QTL	#2 8 47 3353821 1.000 C A A A A A A ankyrin3a intronic
8 47 1610853 1.000 A C C C C C C tweety	homolog	2 5'
8 47 1031210 0.769 C A A A A A A 5-hydroxytryptamine	receptor	3A 5'
8 47 983640 0.695 T G G G G G G ring	finger	protein	157 intronic
8 47 177665* 1.000 A G G G G G G protein	kinase	C	epsilon	type exonic
8 132 306414 1.000 T A A A D A A rho-related	GTP-binding	protein	RhoN 5'
8 190 893135 0.814 G A A A A A A proline	rich	12a 5'
QTL	#3 14 8 4146160 0.661 G A A A A A A uncharacterized	LOC101484193 3'
14 8 4600666 1.000 G A A A A A A non-LTR	retrotransposon	Rex6 5'







FST LF TRC MZ AB PN NB ON Adjacent	gene
SNP	relative	
to	gene
14 8 7981298* 0.769 C T C C C C C
14 8 8245183 0.773 C T T - T T - Willebrand	factor	A	domain-containing	protein	5A 5'
14 8 8842204 0.580 C T T T T T T beta-1	3-glucuronyltransferase	1a intronic
14 8 10440285 0.900 T C C C C C T Down	syndrome	cell	adhesion	molecule	b intronic
14 8 10440329 0.950 C T T T T T T Down	syndrome	cell	adhesion	molecule	b intronic
14 125 1272507 0.814 A T T T T T T RNA-directed	DNA	polymerase	from	mobile	element	jockey 3'
14 125 1591783 1.000 T G G G G G G limbic	system-associated	membrane	protein 5'
QTL	#4 22 168 5735 1.000 A G G G G G G UPF0556	protein	C19orf10	homolog 5'
22 168 402786 1.000 A C C C C A A rho/rac	guanine	nucleotide	exchange	factor	(GEF)	18b intronic
22 168 402816 1.000 T C C C C C C rho/rac	guanine	nucleotide	exchange	factor	(GEF)	18b intronic
22 168 730099 1.000 T G G G G G T obscurin	cytoskeletal	calmodulin	and	titin-interacting	RhoGEF intronic
22 40 246451 1.000 G T T T T T C secretory	carrier-associated	membrane	protein	4 intronic
22 40 754066 0.659 T C C C C T C regulatory	factor	X-associated	ankyrin-containing	protein 3'	
22 40 1240012 1.000 T A A A A T T chromosome	19	open	reading	frame	26 3'	
22 40 3022819* 0.808 T C C C C C T HAUS	augmin	complex	subunit	8 intronic
22 40 3266945 0.903 T C C C C C C dynein	heavy	chain	6	axonemal	or	E-selectin exonic
22 40 3830869 1.000 T A A A A A D choline	transporter	protein	5B intronic
22 40 3987865 0.734 T G G G G G G GLIS	family	zinc	finger	1b 5'
22 40 4283073 1.000 G C C C C C C sterol	O-acyltransferase	1 intronic
22 49 273340 1.000 G T T T ? T T TM2	domain	containing	1 3'	
22 49 382448 1.000 T C C C C C C NACHT	and	WD	repeat	domain	containing	1 exonic
22 49 838506 0.889 C T T T T T T WWC	family	member	3 intronic
22 49 1116440 0.900 T C C C C C C Nance-Horan	syndrome	a intronic
22 49 1488593 0.903 T C C C C C C cytoplasmic	polyadenylation	element	binding	protein	2 exonic
22 49 1818498 0.734 G A A A A A A furry	homolog exonic
22 49 2173492 0.734 T C C C C C C ligand	of	numb-protein	X1 5'	








FST LF TRC MZ AB PN NB ON Adjacent	gene
SNP	relative	
to	gene
22 49 3492002 1.000 T C C C T C C si:dkey-239i20.4/2 3'	
22 49 3526426 0.728 G A A A A - - si:dkey-239i20.4 3'	
22 49 4082148 0.950 T C C C C G G cytochrome	P450	2J2 3'	
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